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0. UNTAAA lAuannuall Bacillus coagulans
e, DWlauuANFuN azlnmdltuig Bifidibacterium adolescentis
o, DWlauuANGFEN aztiueda Bifidobacterium animalis
<. TWlauuAEen DWsy Bifidobacterium bifidum
& DWlauuAREaN W Bifidobacterium breve
5. TWlauueAfizen Bunuia Bifidobacterium infantis
w. DWlauuANBaN wana Bifidobacterium lactis
TlaLuATN BaN aarid Bifidobacterium longum
Tlanuan ey glaaaeis Bifidobacterium pseudolongum
so. lBwmnalsAanAa ALbT 1 Enterococcus durans
oo. LBunalsAanAa widaw Enterococcus faecium
ok, WANWMLTARA uaTlaWaa Lactobacillus acidophilus
om. WANWLUNTaAA ATaLUNA Lactobacillus crispatus
oc. Wanlnundasa widises Lactobacillus gasseri
o0&, WANWLNTAAA a9iiilaud Lactobacillus johnsonii
ob. WANWMLNTAAA WAL Lactobacillus paracasei
oa. UWANWMLNTARA FgWed Lactobacillus reuteri
oc. WanuTasa sanlueda Lactobacillus rhamnosus
o, LANMUNTAAA TR TS Lactobacillus salivarius
wo. WANWMLUNTaaa @ Lactobacillus zeae
wo. WshleluuaniEan avenluludy Propionibacterium arabinosum
o, duatilananda lodes Staphylococcus sciuri
. winanlsluda Li3ade duatldd doanaa Saccharomyces cerevisiae subsp. Boulardii
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